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Supplemental
analyses were conducted in MEGA7 (Kumar et al. 2016) . OTUs with relative abundance significantly increased over CH 3 Cl incubation periods are boxed. Characterized CH 3 Cl-degrading isolates (in red) include Aminobacter ciceronei strain IMB-1 (Hancock et al., 1998) , Hyphomicrobium sp. MC1 (Hartmans et al., 1986 , Vuilleumier et al., 2011 , Leisingera methylohalidovorans strain DSM 14336 (Nadalig et al., 2014; Schaefer et al., 2002) , Pseudomonas aeruginosa strain NB1 (Freedman et al., 2004) , Methylobacterium extorquens CM4 (Doronina et al., 1996) , Nocardioides sp. SAC-4 (McAnulla et al., 2001) , and Rhodobacteraceae sp. strain 179 (Schäfer et al., 2005) . CH 3 Cl-utilizing uncultured bacteria (orange) previously identified from 13 C-CH 3 Cl supplemented soils (Miller et al., 2004) are shown. Sequences of type strains used as reference in taxonomical studies have also been included in the tree.
Taxonomic relatedness of OTUs with increased abundance over CH 3 Cl incubation periods ( incubation were not related to previously characterized CH 3 Cl degraders, and included those from grassland and agricultural soils. It was puzzling to find that 2 Chloroflexi related OTUs enriched in the agricultural soil had relative abundance during CH3Cl incubation increasing to averages of 6.1% and 2.2%, since no evidence for methylotrophic ability was found in
Chloroflexi representatives in grassland soils (Butterfield et al. 2016 ).
